Genus Datasheet

)atasheet No. P-006.002 DBT- Network Programme
(Family.Genus)

1. Genus:Ophioglossum L.

2. Systematic Position:

Christenhusz 2011

e Class: EquisetopsidaC.Agardh

e Subclass: OphioglossidaeKlinge
Order: Ophioglossales Link
Family: OphioglossaceaecMartinov.
Subfamily:
Genus:Ophioglossum L.

3. Species:
Global: Accepted (35), unassessed (84)

India:.

4. Taxonomic riddles: 10

5. Distribution:
Global:

India:

6. Habit and Habitat:

7.Economic Importance:
8. DNA content range: Methodology

2C (129.55-131.10pg)*° Flow cytometry®’

2C (110.00pg) 3 0Feulgenmicrodensitometry3 0

9. Basic chromosome number(s):x=30 (Palacobasic) 4,6,9, 11, 14,15, 16, 19, 20, 27, 28, 39, 45



120 (neobasic) 4,6,9,11, 14, 15, 16, 19, 20, 27, 28, 39, 45

10. Zygotic chromosome number(s):2n=1806’ 9,15, 16 ,

¢.200!,
232-24038,
236%7,

240 28.39
24737,
210-215 19,
¢.300%2,
40137,
c.40437
404-412%8 |

48017, 18

¢.720%

756-76838
c.76237
782-790%8
79037,
¢.960%6- 29

.1020%4 |

PESESN 0 1]



1280-82 37 ,

c.1320%7

11. Gametic chromosome number(s):n=30 14,15 ,
33429 15
34 14,15

60 14, 15

864 15

88+2 8,9,12, 15
90 6,9,14,15,16

9042 6,7, 8’
108 14,15

10014, 15

100-126° ,
10814’ 15

100-180 13- 14

110 6,7,9, 14, 15 ’
112 14.15,
1151415,

116 6,9,11, 14, 15 ’
116,117%> 43 |

116-122°,

12069 11, 14, 15, 19,20, 27, 28, 39, 45

1 ’\’\45



c.150-16032 ,
166-182° ,
18011, 15
18414

c.190%1

21020,

212 14, 15

215 20
¢.23035 36

.240%8

c.240+2-3 8 14, 15,40

240 6, 14, 15, 22,27, 28, 31, 44

c.243%2,
250-260%3,
270,
340-346 243 |
¢.35033:34
350-365,
¢.360%> 7

360 6,8,9,14, 15

385-390%2%: 43

c410-420% 43,



425%8 |

43528

436!,

450%8 ,
¢.450-46033: 34 |
4511,
466-475%4

c.470%2,

c.48014,
4806’ 9, 14, 15, 25, 26, 28, 43, 49

49520, 28 ,

¢.5002 25.41,42,43
c.510%,
¢.510-515%0,
515-520%% 43,
51014.44.46
510-515%,

510-575 243,
c.5283%.36

5641,

Elll



5721
631+10f!

720% 3

12. Specialized chromosomes (B chromosomes/Sex chromosomes/Polytene Chromosomes/

Neocentric chromosomes):

13. Ploidy level:

Diploid 14,15,

Diploid (aneuploid) % 13,

Tetraploid 14,15,

Hexaploid®: 7> 8: 12, 14,15, 16,

Hexaploid (aneuploid)/Diploid9’ 14,15

Hexaploid (aneuploid) 9. 14, 15,

Hexaploid (aneuploid)/? 13- 1415,

Hexaploid (aneuploid)/Diploid (aneuploid)'# 1321 |
6x-8x aneuploid/2x ameuploid9 ,

Octoploid/Diploid 6,9, 11, 14, 15, 17, 18, 19, 20, 27, 28, 39, 45 ,
Octoploid/Diploid (aneuploid)* ,

Octoploid (aneuploid)H’ 15 s

Octoploid(aneuploid)/Diploid (aneuploid) 6,9, 11,14, 15, 25,37, 43



12-ploid (aneuploid)/Triploid (aneuploid)'4,
12-ploid(aneuploid)/tetraploid (aneuploid)21 ,
14-ploid/Tetraploid (aneuploid)lg’ 20,

14x aneuploid/2x aneuploid3 7,

14-ploid (aneuploid)/ Tetraploid (aneuploid)M’ 15, 19,20

16-ploid (aneuploid)/Tetraploid (aneuploid) 3,22,23

16-ploid/Tetraploid® & 14 15,40, 44

24-ploid (aneuploid)/Hexaploid (aneuploid) 9,37 ,
24-p10id/Hexaploid5’ 6,8,9,7,14, 15,29, 33,34 ,

26x aneuploid/6x aneuploidy 37,

28x/7x17,

28x aneuploid/7x aneuploid1 ,

30x aneuploid/8x aneuploidl’ 28
32-ploid/Octoploid (aneuploid) 2,41,42 ,
32-ploid(aneuploid)/Octoploid (aneuploid) 2% %2 |
32-ploid/Octoploid®: % 14> 15.26, 28,29, 49

34x aneuploid/8x aneuploid20 ,

34x/8x aneuploid14’ 35,36 ,
34-ploid/Octoploid (aneuploid) 24 25: 43, 44.45
38x aneuploid/10x aneuploidl’ >,

42x aneuploid/10x aneuploid!> 27> 2837 |

42-ploid/10-ploid (aneuploid)!?® ,



15. Aberrant chromosome number(s) (aneuploidy, aneusomaty, polysomaty):

16. Karyograms:

Meiosis: 2> 3> 2,6, 7, 8,9, 11, 14, 15, 16, 19, 20, 22, 23, 24, 25, 26, 27, 28, 37, 38, 39, 40, 41, 42,

17. Banding pattern(s):

18. Physical mapping of chromosomes:

GISH:

19.Phylogenetic relationship atChromosomal; DNAlevel: 10

20. Cytogenetic mechanism (s) underlying evolution:

21. Linkage map:

22. Any other information:



